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Amendments to the Claims : 

1 . (Currently amended) A method of reducing pathogenicity of a fungus that 
produces fumonisin, comprising: 

a) stably integrating into the genome of a plant cell a primary first nucleotide 
sequence operably linked to a first promoter active in said plant cell, wherein said 
primary first nucleotide sequence comprising at l e ast on e s e quence s has at least 95% 
sequence identity to the sequence set forth in SEP ID NO: 16. 18. 20. 22, 24, 26, 28. 30. 
or 32 and encodes a polypeptide having amine oxidase activity: s e lected from tho group 
consisting of 

b) optionally stably integrating into the genome of said plant cell a second 
nucleotide sequence operably linked to a promoter active in said plant cell, wherein said 
second nucleotide sequence a s e quence encoding has at least 95% sequence identity to 
the sequence set forth in SEP ID NO: 12 or 14 and encodes a polypeptide having 
fumonisin esterase activity^ and 

a s e qu e nc e encoding a polypeptid e having amino oxidase activity; 

and; 

b) clstably integrating into the genome of said plant cell a s e condary third 
nucleotide sequence operably linked to a s e cond promoter active in said plant cell, 
wherein said se condary third nucleotide sequence has at least 90% 95% identity to the 
sequence set forth in SEQ ID NP: 2, 4, 7, or 10, and whoroin said sequence encodes a 
polypeptide having fumonisin detoxification activity. 

2. (Currently amended) The method of claim 1 , wherein said primary second 
nucleotide sequence comprises the sequence set forth in SEP ID NP: 12 or 14 encoding a 
polyp e ptid e having fumonisin est e rase activity is ESP1 or BEST1 . 

3. (Currently amended) The method of claim 1 , wherein said primary third 
nucleotide sequence comprises the sequence set forth in SEP ID NO: 2. 4. 7. or 10 e ncoding a 
polyp e ptid e having amin e oxidas e activity is an amino polyolamino oxidase . 
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4. (Currently amended) The method of claim 1, wherein th e primary said first 
nucleotide sequence s tably incorporated into tho plant coll comprises the sequence set forth in 
SEP ID NO: 16, 18. 20. 22. 24. 26. 28. 30. or 32. comprises th o sequence encoding a 
polypeptid e having fumonioin esteras e activity and th o soquonco encoding a polyp e ptide having 
amino oxidase activity. 

5. (Original) The method of claim 1, wherein said plant is a monocot. 

6. (Original) The method of claim 5, wherein said monocot is maize. 

7. (Original) The method of claim 1, wherein said plant is a dicot. 

8. (Currently amended) The method of claim 1, wherein at least one of said first 
promoter and said second promoter is an inducible promoter. 

9. (Currently amended) The method of claim 8 further comprising inducing 
expression of said first primary and s aid secondary nucleotide s e qu e nces sequence for a time 
sufficient to reduce pathogenicity of said fungus. 

10. (Currently amended) A plant having stably int e grating integrated into its genome; 

a) a primary first nucleotide sequence operably linked to a promoter active in said 
plant, wherein said primary first nucleotide sequence comprising at l e ast on e nucl e otide 
s e qu e nc e has at least 95% sequence identity to the sequence set forth in SEP ID NO: 16. 
18, 20, 22. 24 , 26, 28. 30, or 32 and encodes a polypeptide having amine oxidase activity: 
s e l e ct e d from tho group consisting of 

b) optionally, a second nucleotide sequence operably linked to a promoter active 
in said plant, wh erein said second nucleotide sequence has at least 95% sequence identity 
to the sequence set forth in SEP ID NP: 12 or 14 and encodes e ncoding a polypeptide 
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having fumonisin esterase activity or a s e qu e nce s encoding a polyp e ptide having amino 
oxidas e activity ; and, 

b) c}_a s e condary third nucleotide sequence operably linked to a promoter active 
in said plant, wherein said secondary third nucleotide sequence has at least 90% 95% 
identity to the sequence set forth in SEQ ID NO: 2, 4, 7, or 10, and wh e roin said s e quence 
encodes a polypeptide having fumonisin detoxification activity. 

1 1 . (Currently amended) The plant of claim 10, wherein said primary second 
nucleotide sequence is set forth in SEQ ID NO: 12 or 14 e ncoding a polypeptide having 
fumoni s in e st e rase activity is ESP1 or BEST1 . 

12. (Currently amended) The plant of claim 10, wherein said primary first nucleotide 
sequence encodes encoding a polypeptide having amin e oxidase activity is an amino 
polyolamino oxidase the sequence set forth in SEP ID NO: 17. 19. 21. 23, 25, 27, 29, 31, or 33 . 

1 3 . (Currently amended) The plant of claim 1 0, wherein th e primary said first 
nucleotide sequence stably incorporated into the plant comprises the sequence set forth in SEP 
ID NO: 16, 18, 20. 22, 24, 26, 28, 30, or 32. c e ll compris e s a sequ e nc e encoding a polyp e ptide 
having fumonisin e steras e activity and a s e quence encoding a polypeptide having amino oxidase 
activity. 

14. (Original) The plant of claim 10, wherein said plant is a monocot. 

15. (Original) The plant of claim 14, wherein said monocot is maize. 

16. (Original) The plant of claim 10, wherein said plant is a dicot. 

1 7. (Previously amended) Transformed seed of the plant of claim 1 0. 
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1 8. (Currently amended) A plant cell having stably integrating into its genome: 

a) a primary first nucleotide sequence operably linked to a promoter active in said 
plant cell, wherein said primary first nucleotide sequence comprising at l e ast one 
nucl e otid e se qu e nc e has at least 95% sequence identity to the sequence set forth in SEP 
ID NO: 16, 18, 20, 22, 24, 26, 28, 30, or 32 and encodes a polypeptide having amine 
oxidase activity; se l e ct e d from th e group consisting of 

b) optionally, a second nucleotide sequence operably linked to a promoter active 
in said plant cell, wherein said second nucleotide sequence has at least 95% sequence 
identity to the sequence set forth in SEQ ID NO: 12 or 14 and encodes e ncoding a 
polypeptide having fumonisin esterase activity or a se qu e nc e e ncoding a polyp e ptide 
having amin e oxidas e activity ; and, 

b) c) a s e condary third nucleotide sequence operably linked to a promoter active 
in said plant cell, wherein said s e condary third nucleotide sequence has at least 90% 95% 
identity to the sequence set forth in SEQ ID NO: 2, 4, 7, or 10 and w h e rein said sequence 
encodes a polypeptide having fumonisin detoxification activity. 

1 9. (Currently amended) A method of reducing pathogenicity of a fungus that 
produces fumonisin, comprising stably integrating into the genome of a plant cell: 

a) a primary first n ucleotide sequence operably linked to a promoter active in said 
plant cell, wherein said primary first nucleotide sequence comprising at l e ast on e 
nucl e otid e s e quenc e encodes a polypeptide having at least 95% sequence identity to the 
sequence set forth in SEP ID NO: 17. 19. 21. 23. 25. 27. 29, 31, or 33 and having amine 
oxidase activity: se l e ct e d from th o group consisting of 

b) optionally, a second nucleotide sequence operably linked to a promoter active 
in said plant cell, wherein said second nucleotide sequence encodes a polypeptide having 
at least 95% sequence identity to the sequence set forth in SEP ID NO: 13 or 15 and 
e ncoding a polyp e ptide having fumonisin esterase activity or a s e qu e nc e encoding a 
polypeptid e having amino oxida se activity ; and, 
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b) c) a s e condary third nucleotide sequence operably linked to a promoter active 
in said plant cell, wherein said secondary third nucleotide sequence compris es at loast on e 
sequ e nc e sel e cted from the group con s i s ting of a nucl e otid e encodes a polypeptide having 
at least 95% sequence identity to the sequence set forth in ene-ef SEQ ID NO: 3, 5, 8, or 
10 2, 4 , 7, and 10 . and having fumonisin detoxification activity . 

20. (Currently amended) A plant having stably integrating into its genome 

a) a primary first nucleotide sequence operably linked to a promoter active in said 
plant cell, wherein said primary first nucleotide sequence compri s ing at l e ast on e 
nucl e otid e s e qu e nc e encodes a polypeptide having at least 95% sequence identity to the 
sequence set forth in SEP ID NO: 17, 19, 21, 23. 25. 27. 29. 31. or 33 and having amine 
oxidase activity; sel e cted from the group consisting of 

b) optionally, a second nucleotide sequence operably linked to a promoter active 
in said plant cell wherein said second nucleotide sequence encodes a polypeptide having 
at least 95% sequence identity to the sequence set forth in SEQ ID NO: 13 or 1 5 and 
e ncoding a polyp e ptid e having fumonisin esterase activity or a sequenc e encoding a 
polyp e ptid e having amin e oxida se activity ; and, 

b) c) a secondary third nucleotide sequence operably linked to a promoter active 
in said plant cell, wherein said secondary third nucleotide sequence compris e s at least one 
s e qu e nce s e l e ct e d from th e group consisting of a nucleotide encodes a polypeptide having 
at least 95% sequence identity to the sequence set forth in ene-ef SEQ ID NO: 2, 4 , 7, and 
40 3, 5, 8, and or_l 1 and having fumonisin detoxification activity . 

21. (Currently amended) The method of claim 1, wherein said se condary third 
nucleotide sequence has at least 9&% 98% identity to the sequence set forth in SEQ ID NO: 2, 4, 
7, or 10. 

22. (Currently amended) The method of claim 1, wherein said secondary third 
nucleotide sequence encodes the polypeptide set forth in SEQ ID NO: 3, 5, 8, or 1 1. 
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23. (Currently amended) The plant cell_of claim 40 18, wherein said s e condary first 
nucleotide sequence ha s at l e ast 95% identity to tho s e quenc e is_set forth in SEQ ID NO: 2, A, 7, 
er-4£ 16. 18, 20. 22. 24. 26. 28. 30. or 32 . 

24. (Currently amended) The plant of claim 10, wherein said s e condary third nucleotide 
sequence encodes the polypeptide set forth in SEQ ID NO: 3, 5, 8, or 1 1. 

25. (Currently amended) The plant of claim 10, wherein said s e condary third nucleotide 
sequence is the sequence set forth in SEQ ID NO: 2, 4, 7, or 10. 

26. (Currently amended) The plant cell of claim 18, wherein said first nucleotide 
sequence has at least 98% sequence identity to the sequence set forth in SEP ID NO: 16. 18. 20. 
22, 24. 26, 28. 30, or 32, said second nucleotide sequence has at least 98% sequence identity to 
the sequenc e set forth in SEP ID NO: 12 or 14, and said secondary third nucleotide sequence has 
at least 9%% 98% identity to the sequence set forth in SEQ ID NO: 2, 4, 7, or 10. 

27. (Currently amended) The plant cell of claim 18, wherein said se condary third 
nucleotide sequence encodes the polypeptide set forth in SEQ ID NO: 3, 5, 8, or 1 1. 

28. (Currently amended) The plant cell of claim 18, wherein said first nucleotide 
sequence encodes a polypeptide having at least 95% sequence identity to the sequence set forth 
in SEQ ID NO: 17. 19. 21. 23, 25. 27. 29. 31. or 33. said second nucleotide sequence encodes a 
polypeptide having at least 95% sequence identity to the sequence set forth in SEP ID NO: 13 or 
15, and said s e condary third nucleotide sequence is encodes a polypeptide having at least 95% 
sequence identity to the sequence set forth in SEQ ID NP: 2, 4, 7, or 10 3, 5. 8. or 11 . 

29. (Currently amended) The method of claim & 1, wherein said first nucleotide 
sequence e ncodes a polypeptide having the sequence set forth in SEP ID NO: 13 or 15. said 
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second nucleotide sequence encodes a polypeptide having the sequence set forth in SEP ID NO: 
17, 19, 21, 23. 25, 27. 29, 31, or 33, and said third nucleotide sequence encodes a polypeptide 
having the sequence set forth in SEO ID NO: 3, 5, 8, or 1 1 fir s t promot e r and said s e cond 
promot e r are th e s am o promot e r . 

30. (Currently amended) The m e thod plant cell of claim -H8, wherein said primary first 
nucleotide sequence compris e s at l e ast on e s e qu e nc e having encodes a polypeptide comprising 
the at l e a s t 95% s e qu e nc e id e ntity to th e sequence set forth in SEQ ID NO: 12, 1 4 , 16, 1 8 , 20, 22, 
/ % 2 4 , 26, 28. 30. or 32 17, 19. 21. 23, 25, 27, 29. 31. or 33, said second nucleotide sequence 
V / n encodes a polypeptide comprising the sequence set forth in SEP ID NO: 13 or 15. and said third 




nucleotide sequence encodes a polypeptide comprising the sequence set forth in SEP ID NP: 3, 
5,8, or 11 . 



31. (Currently amended) The method plant cell of claim 4- j_8, wherein said primary 
third nucleotide sequence compris e s at least on e s e qu e nc e having is set forth in SEQ ID NO: 2, 
4, 7, or 10 at lea s t 90% se quenc e identity to th e s equ e nc e oet forth in SEQ ID NO: 12, 11, 16, 18, 
20, 22, 2 4 , 26, 28, 30, or 32 . 

32. (Currently amended) The plant of claim 10, wherein said primary first nucleotide 
sequence compris e s at l e ast on e sequ e nce having encodes a polypeptide comprising the sequence 
set forth in at l e ast 95% s e quence id e ntity to th e sequ e nc e s e t forth in SEQ ID NO: 12, 14, 16, 
18, 20, 22, 24, 26, 28, 30, or 32 17. 19, 21, 23. 25, 27, 29. 31. or 33, said second nucleotide 
sequence encodes a polypeptide comprising the sequence set forth in SEO ID NO: 13 or 15, and 
said third nucleotide sequence encodes a polypeptide comprising the sequence set forth in SEO 
IDNP: 3, 5, 8, or 11 . 

33. (Currently amended) The plant cell of claim W 18, wherein said primary second 
nucleotide sequence compris es at l e ast on e s e qu e nce having at l e ast 90% s e qu e nce id e ntity to th e 
s e qu e nc e isjset forth in SEQ ID NO: 12 ? or_ H 16, 18, 20, 22, 24, 26, 2 8 , 30, or 32 . 
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